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Abstract ; Balanomorpha, which is one of the most abundant and important group of marine com-
munities, the species are mainly distributed in intertidal habitats, deep sea hydrothermal vents,
some species are attached to mangrove plants, animals or artificial structures. This paper
reviewed the origin of Balanomorpha, and the establishment and development of it’s taxonomy.
Balanomorpha was differentiated from Pedunculata in Cretaceous, then gradually differentiated
into Chionelasmatoidea, Pachylasmatoidea, Coronuloidea, Tetraclitoidea, Chthamaloidea, Bal-
anoidea. And then, we summarized the domestic research progress of Balanomorpha, compared
the study methods for the phylogeny of Balanomorpha, and looked forward to the future research
direction, combining with morphology characteristics and molecular phylogenetic methods, to
study the relationships of Balanomorpha, which could provide reference and help for the future

study of taxology and prevention of Balanomorpha.
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1 B AU BB Superfamily Chionelasmatoidea Buckeridge, 1983

2 JE i BB} Superfamily Pachylasmatoidea Utinomi, 1968

/N BB Superfamily Chthamaloidea Darwin, 1854
3 N AR BE Family Chthamalidae Darwin, 1854

# A7 B} Family Catophragmidae Utinomi, 1968

figt 9 A7 5. B} Superfamily Coronuloidea Leach, 1817
fii B 4% B Family Coronulidae Leach, 1817
4 6, 4 £} Family Chelonibiidae Polsbry, 1916
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A A BBl Superfamily Tetaclitoidea Gruvel, 1903

w
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TR M2 B 4% B} Family Bathylasmatidae Newman & Ross, 1976
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i B 4% B} Family Archaeobalanidae Newman &. Ross, 1976
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